Biotage
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Peptide synthesis workflow is a multi-step process which involves synthesis,
purification, and evaporation to obtain the desired peptide product. This demands that
the steps from amino acid building blocks to final purified peptide product proceed as
efficiently and smoothly as possible. Scientists want to get their peptides always faster,
but a shorter synthesis time alone is insufficient and not the most optimized way to
accomplish this.

This presentation will feature strategies to improve the peptide synthesis workflow,
which enable the synthesis of highly pure crude peptides, demonstrate alternative
techniques to rapidly purify crude peptide mixtures and highlight methods to quickly
concentrate solutions along the entire peptide synthesis workflow.

We will show that these improvements combined together can lead to a substantial
decrease in the time needed to obtain pure peptides, hence accelerating the whole
research cycle.
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